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EcoR I 

-4152 AGGAATTCAT CCATTTAAAT CATACAATTT AATGGCTTTT AGTATATTCA 
-4102 CAGGTTGTGC ATCCATCACA ATCCATTTTA GAACAGTTTT ATTACTCCAA 

<HNF - 3 / Fkh - 1 SREBP > 

-4052 AAAT AAAC CC TGCATTCCTT AGCC ATCAC C CCCCAACATC CTCCATCCTC 

NF-Y> 

-4 002 CTTCCAAGCC CTGGGCAACC ACCAATCTAC TTTCTGTCTC TATAAATTTG 
-3 952 CCAATTCTGG ACATTTCATA TAAATGGAAG CAAACAACAT GTGAGACTTT 
<NF-Y <IRF-2 

-3 902 GTG ACTGG CT GCTTTCACTT AGCATTCTAT TTTTAAGGCT CATTATGTTA 
-3 852 CAGTACTTAG CAGTACTTCA TTCTTTTTTA TTCTCAAATG GTATTCCACT 
-3 8 02 GTGTGGGTAT CCCATATCAT ATTATTAGAG ACAGGTTCTC ACTCTGTCAC 
-3752 CCAGGCTGGA GTGCAGTGGC ACAATCATAG CTCACTGTAA CCTCAAACTC 

<SREBP 

-3 702 CTGGGCTCAA GTGATCCTAC TACCTCAGCC TCCAGAGTAG CTAGGACTAC 

<IRF-1 

-3652 AGGCACACAC AGCCATACCT GGCTAATTTT TTTTTTTAAT TTTCATTTTA 
-3602 TGTATTCATT TTCTTTCTTT TTTGTTGTTG TTGTTTTGAG ATAGGGTCTC 
-3 552 ACTTTGTTAC CCAGGCTGGA GGGCAGTGGC ATGGTGACAG CTGAGCAGCC 

< SREBP 

-3 502 TTGACTTGCT GGGCTCAAGTJ3ATCCTCCTG CCTCAGCCTC CCAJ^lGTAGCT 
-34 52 GGGACTACxAA ACACGTGTCA CCATGCCTGG CTGATATTTT TTTTCTTGAA 
-34 02 ACAGGGTATC ACTCTGTTGC CCAGGCTGGA GTACAGTGGC GTAATAATAG 
ci 

Pst I 



-33 52 CTCACTGCAG CCTCCCCTCC 

-3302 CCTGAGTAGC TGGGACTACA 

-3252 AAAAAATGAT TTTTGGTATA 

-32 02 ATTTTTATTG TTGAGACAAG 

-3152 TCCACTTCCC AAAGTGCTCA 

-3102 ATTTAGGTTG TTTCCACTTT 

-3052 ATTCATGTAT ACATTTGTGT 

-3002 TATCTAGGAG TGGAATTGCT 

-2 9.52 TTCAGGGGAA GAAAAACTTG 

-2 902 GAGTGCAGGG GTTTTTCGGA 

-2 852 CAGTTTGATG AAGATACAAG 

-28 02 TGGAATAGGG CGTTCAGAGT 
]srF-i> 

- 2 7 5 2 TAAGGAGCTT_GGCTGTAAAC 

-2 702 TTTTTTGAGA AAGAGTCTTG 
< SREBP 

-2 652 TGATCTCAGC TCACTGCAAC 



TGGGCTCAAG CAATCCGCTG GCCTCAGCAT 
GGCTTGTGCC ACCAGGCCCA GCTAAGTTTT 
GAGGAGGTCT TGCTATGTTG CTCAGGCTGT 

SREBP > 

GTCTCACTAT GTTGCCATGA TCCCCCCACC 

<AP-1 

TCTTATCTGT TCATTAGTCA GTTGACAGAC 
<RAR-al 

TTGACCATTA TGAATAATAC TCCAGTGAAT 
GGGCATATGT TTTCATTTCT GTTGGGTTTA 
GGATCCCGGG TAATATTTTG ACAGGCAGAG 

C/EBP-P> 

GGAAAATGAA GCATGTTTAG^AATCAGCAA 
GTTTTATTTT ATATTCTGTT GACAAATGTG 
TTATACTAAG TGAGAAGTGA GAATTAAGGC 
AAAATCATGA AGCACTTTGA ATACCAAAAT 
<HNF3-P 

AAAATAATAA AAAATCACAA TTTTTTTTTT 
CTCTTTCACC CTGGCTGGAG GGCAGTGGTG 

TTTCGCCTCC CGGGTTCAAG CAATTCTCCT 
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<NF-kB 

-2 602 GCTTCAGCCT CCCAAGTAGC TGGGACTACA GGCACTTCCC ACCATGCCCA 

NF-kBxIRF-1 

-2 552 GCTGATTTTT GTATTTTTAG TAGAGAT GGG ATTTCA CTTT GTTGGCCAAG 
-2502 CTGGTCTCAA ACTTTTTGCT GTCATAATTG TTGTAACTAT TGTTCCTTTT 

AP-2> <HNF3-P 
"2452 GCTGAGGTAG G GCCCC CAGA CCAAAAA AAA TA AATCTTAG AATCCAAATC 
-24 02 AGTGTGTTGG TTTGACCACT GTCACTTGAG AACCACAGTG TGACCAGGGC 

C2 

Tag I 

IRF"2> 

-23 52 CTCAGGAGTA GAGGTGATCT CTGCTCGAAA G AGAAA TAGA ATGAAAATAT 

<Whn 

-2302 TCTCCGGGCC AGGCGTGGTG GCTCATGCCT GTAATCCCAG CACTTTGGGA 

T3R> 

SREBP> RAR-al> 

-2252 GGCCAAGGCA TGTGGATCAC CTG AGGTCA G GAGTTCAAAA CCAGCCTGGC 
-22 02 CAACATGGTG AAACCCCGTC TCTACTAAAA ATACAAAAAA TTAGCTAAGT 
-2152 GTGGTGGCGC ATGCCTGTAA TCCCAGCTAC TTGGGAGGGT GAGGCAGGAG 

<Pax-6 SREBP> 

-2052 AATTTCTTGA ACCCGGGAGG CAGAGGTTGC AGTGAAGCGA GATCACACCA 

<AP-2 <HNF-3/Fkh-2 

-2002 CTGCACTCCA GCCT GGGGGA GAGAGCGAGA CTTCCTCTCA AAAAAACAAA 

C/E3P-p.> <CHOP 
-1952 PJNACAAAAGA ATTA AGCAAA TTAGACAT TG CA GAGAGAAC CTGAAGGGGG 

RAR-al> <NF-1 Pax-6> 

-1902 TCAGACCACG TACAGATTTC TGTGCCACAT GCCAA GTACT TCTGAGGCAT 
-1852' GACTGGATGA GCTGTCCACA TCTGAAATCA TCCAGTCTTG TTCAGAACTT 

RAR-al> 

-1802 TCACACCGGA CAGGGAGCCA GGACTGGAAT GCAGTCTCCT GGTCA CTGGC 

NF-1> <ER <NF-1 
-1752 CAGAGAG TTG GC CT TGAC CC TGAGACCAGT GGCfiAACAAA GGAGCTGCTT 

<Rel AP-1> 
-17 0 2 AGTCTACCTC CC AGGAAA TC CCAGGTGCTT GTCTTCCTGG GAAG TGAATC 

<NF-1 

-1652 ATTGGCGCAG CACTCCGTAT TTTCTCCTCT TCCCAGGGGA AGGATCCTAG 

<GR 

-1602 GGCAGTATTT GGGAAAGACA TGGGCATGGA AGGACACCGG GTGAATGCAT 

C3 

Sac I 



-1552 AGCCTGCCTG GTTCTGAGCT 

-1502 AGATGGGGGC ACAGGGACAG 

-1452 AGGGCAATAT GGTCCTGAGC 

-1402 GTTTCTGGGC TCAACTGCCA 

-1352 GGGCAAGTTA TTCCATCTCT 



CTCATGGTAA GGCTCCTACA GACACGGAAA 
ATCAGTAGGG TCAGAGCATC TCAGGGACCG 
AGGGATTAAG AGCTTGGGCT CTCATATGGT 

<CREB <ER 
GCTCCGTCAC TTACTGGTTG CT GTGAC CAT 
CCATATCTCT TTCCTCACTT TTAAAATGGA 
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C4 

Kpn I 



13 02 ATAATGGGGT ACCCACCTCC CAGGGTCACA GAGAGGCTTA CAGAAAACGA 

NF-1> 

1252 TTCTTGTGAA TTGGCTTGCA GTAATAATTC AATACCTGCC AGCTATTCTT 

<PPAR-a <Oct~l 
1202 ATTCCACATC CAAGCCCTTT CGCCTGCTGC TGGGTGAAAA CACATGTCAG 

CREB/ATF> <STAT <C/EBP-P 
1152 TGTTTCCTGA CGGT TTCCA C AAAGAAG ATT CCA AAATTAC AACCTGCCAG 
1102 TCTGAAGAAT CTCCAAAACA TCCCGCACGC ATCCTGGAGG CGCGGGCTTG 

<SP-1 
NF-kB> <NF-kB 

1052 GGGAT GGGA C TGCCCGCCCG GGTCCTGAAC AGGATGCGTG CGCGCAGGCA 

EtS-l> 

1002 CACACACACC AGCCAGCCTG TGTGTGCGGC CGGAGTCCGG TGCGGTCCCG 

<Myc/Max 
<Whn SP~1> 
-952 GGTGAGCAGC G CGTGG CTGG TG GGCG GGGC AGAGCCATTG TTCGCAGGCG 

C5 

Sma I 

NF-kB> <NF-kB<Whii 

-902 TACCGAGCCC CCCGCGCTCG CCCGGGAGGG AGGqGGGSCT TCCCGCGTC C 

Myc/Max> 
<NF1 Whn> 
-852 CCAAGCTCCA GATCCTGGGG TGGCTGCCAC GTCTCCCTGC CACGCGCCTG 

<AP-2 C8 

-802 GGGGGACGGG AAGACGGGAC GGAGATGTTA GTGGTGGGCG CCCCCCGAGG 

<RFX-1 RFX-1> NF-kB> 

-752 GTTCACCACT GTTTC CTG AG AAA CT TCCC C AGTGCCCACC CACCCGTTCT 

AP-2> 

-702 CCGTGT GCCC GA GGGCCGGT CCTGGGCTAG GCTCCGCGCC CCAGCCCCAA 

Whii> c9 

-652 ACCGGGTCCC CAGCCCCTTC CAGAGAGAAA GCTCCCGACG_CGGGATGCCG 

AP-2> ISRE> 
-602 GGCAGAGGCC_£AGCGGCGGG TGGAAGAGAA GCTGAGAAGG AGAAA CAGAG 

SP1> RFX1> SREBP> 

-552 GG^GGGGGA GCGAGGAGCT GGCGGCAGAG GGAA C AGCAG ATTGCG CCGA 

<NF-1 
C6 NF-Y> 

<NF-1 CIO Eae I CREB> 

NF-Y> RFX-1> AP-1> 

-502 G CCAA TG GCA A CGGCAGGAC GAGGTGGCAC CAAATTCCCT TCGGCCAATG 



<C/EBP-P <Oct-l GC box> 

-452 ACGAGCCGGA GTTTACA GAA GCCT CATTA G CATTTCCCCA GAGGCAGGGG 

EBV> 

-402 CAGGGGCAGA GGCCGGGTGG TGTGGTGTCG GTGTCGGCAG CATCCCCGGC 
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<VDR/RXR <SP-1 <SP-1 

-352 GCCCTGCTGC GGTCGCCGCG AGCCTCGGCC_jrCTGTCTCCT_CCCCCTCCCG 

C7 

<N-Myc Hinc II 

Myc/Max> — ' <PPAR-a 

Whn> <AP-1 HNF4> 

-302 CCCTTACCTC CACGCGGGAC CGCCCGCGCC AGTCAA CTCC TCGCACTTTG 



<NF-Y C/EBP-(3><E2 E2> 

NF1> ^TATA> r <Rel Ets-1> <AP-1 

-252 cccctgcttg_gcagcggata^aaaggggg||ct g aggaa a||tac cggacacggt 

<RFX1 <Oct-6 

<NF - 1 TATA> Whn> 

-2 02 CACCCGTTGidCAGCTCTAGC CTT TAAA TTC CCGGCTCGGG GACCTCCACG 



Sac II 



o 

;!','^ -152 CACCGCG^CT AGCGCCGACA ACCAGCTAGC GTGCAAGGCG CCGCGGCTCA 

l!l -102 GCGCGTACCG GCGGGCTTCG AAACCGCAGT cctccggcga ccccgaactc 

P| -52 cgctccggag cctcagcccc ctggaaagtg atcccggcat ccgagagcca 

ijii +^ 

I'" MPAHLLQDDVSFPAWP 

J,i, -2 agatgccggc ccacttgctg caggacgatg tgagtttccc agcctggccc 
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<ARNT <Ets-l 

<N-Myc NF-1> <PPAR-a 

Myc/Max> <SP-1 <VDR 

Whn> <NF'kB <HNF~4 

mSCDl (-298) ACCTCCACGCCTGGCTTCCTTGGCTAGCTATCTCTGCGCTCTTTA 

• • * m » m m 

hSCD (-298) ACCTCCACGCGGGACCGCCCGCGCCAGTCAACTCCTCGCACTTTG 

VDR> 

Ets-1> 

AP-4> <c-Rel 

TATA> C/EBP-P> 
NF-1> GATA1>GKLF> <HNF3-p 

mSCDl (-253) CCCTTTGCTGGCAGCCGATAAAAGGGGGlCTGA^^ 

*** > >■■»••••■■■•■•■■•■■•«■■• ■ 

hS CD (-253) CCC CTGCTTGGCAGCGGATAAAAGGGGa^T(^<^^^TACCGGAC ' 
RAR-al> 

U'5'F> <NF-1 Ets~l> 

<AP-1 <RFX'l TATAxEts-1 <AP-'2 

mSCDl (-208) ACGGTCATCCCATCGCCTGCTCTACCCTTTAAAATCCCAGCCCAG 

hSCB (-207) ACGGTCA - CCCGTTGCCAGCTCTAGCCTTTAAATTCCCGGCTC - G 

<GAT A3 Whn> 

mSCDl (-163) GAGATCTGTGCHCAGCCAGACCGGGCTGAACACCCATCCCGAGAG 



hSCD (-164) GGGACCICCACGCACCGCG^CTAGCGCCGACAACCAGCTAGCGTG 

mSCDl (-118) TCAGGAGGGCAGGTTTCCAAGCGCAGTTCCGCCACTCGCCTACAC 
hSCD ( -119) CAAGGCGCCGCGGCTC AGCGC-GTACCGGCGGGCTTCGAAAC 

mSCDl ( - 73 ) CAACGGGCTCCGGAA CCGAAGTCCACGCTCGATC-TCAGCAC 

• • •••••• 9 m •« • » 

hSCD (-78) CGCAGTCCTCCGGCGACCCCGAACTCCGCTCCGGAGCCTCAGCCC 

+ 1 

mSCDl (-32) TG- GGAAAGTGAGGCGAGCAACTGACTATCATC ATG 

■ • I rz *z zrr 

hSCD (-33) CCTGGAAAGTGArCCCGGCATCCGAGAGCCAAGATG 



C T A G 1 2 
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IF jidP j h 
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luc 1 CS 



10 20 IQ W 50 60 

firefly luc (RLU)/Renf7/a lac (RLU) 



Whn> c9 

-652 ACCGGGTCCC CAGCCCCTTC CAGAGAGAAA GCTCCCG ACG C GGGATGCCG 
AP-2> ISRB> 

-6 02 GGCAGAGg cc cag cggcqqq tggaagagAA GCTGAGAAGG A GAaa cagag 

SP1> RFX1> SREBP> 

-5 52 g Eqlaq gqqqa gcgaGGAGCT GGCGGCAGAG GGAA C AGCAG ATTgcq ccga 

; <NP-1 
c6 NF-Y> 

<NF-1 CIO Eae I CREB> 

NF- Y> RFX-1> AP-1> 

- 5 02 g lccjaa tg gca a cggCAGGAC GAGGTGGCAC CAAATTCCCT TCGGCCAATG 

' <C/EBP-p <Oct-l GC hox> 

-4 52 ACGAGCCGGA GTTTACAGAA GCCTCATTAG CATTTCCCCA GAGGCAGGGG 
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AP-4> 
IK2> SRE> 
IK2> RFX-1> 
inSCDl (-610) GGGAGGAGAGACGGAGAAGCTAGAGGCAGAGGGAACAGC 



mS CD2 (-487) GGGAGGAGGGGGGGCGGAGCTGGAGGCAGAGGGAAC AGC 

hS CD (-552) GGGAGG - GGGAGCGAGGAGCTGGCGGCAGAGGGAACAGC 

CCAAT> 
NF-Y> 

<NF-1 <AEF-1 
mSCDl (-571) AGATTGCGCCTAGCCAATGGAAAAGGCAGGACAAGGTGG 



mSCD2 (-448) AGATTGTGCAGAGCCAATGAGAGCAGCAGGACGAGGTGG 
hS CD (-514) AGATTGCGCCGAGCCAATGGCAACGGCAGGACGAGGTGG 



